
 
 

 

 
 
 
 
 
 
 

 
  



 
 

 

 
 
 
 
 
 

 
  



 
 

 

 
 
 
 
 

 
  



 
 

 

 
 

 
  



 
 

 

 
  



 
 

 

 
 

 
  



 
 

 

 
 
 
 
 
 

 
  



 
 

 

 
 
 
 
 
 

 
 
 
 



 
 

 

 
  



 
 

 

 
 
 
 
 
 
 
 
 

  

Uncropped images used to prepare Figure 3 



 
 

 

 
 
 
 
 
 
 
 
 
 
 

 
 
 
 

  

Uncropped images used to prepare Figure 4 



 
 

 

 
 
 
 
 

 
 
 
 
 
 
  

Uncropped images used to prepare Figure 6 
 



 
 

 

 
 
 
 

 
 
 
 
 
 
 
 
 
 
 

Supplementary Figure 8. Full uncropped images of all gels used to prepare 
Figures 3, 4, 6 and the supplementary Figure 7 

  

Uncropped images used to prepare supplementary Figure 7 
 



 
 

 

 
 

Supplementary Table 1. Sequences of primers used for validation of splicing, 

alternative polyadenylation sites, predicted miRNAs, differentially expressed and 

novel genes. ES, exon skipping; IR, intron retention; Alt. 5’, alternative donor site; 

Alt. 3’, alternative acceptor site; DE, differential expression; (+) forward strand; (-) 

reverse strand. Coordinates of the novel and unannotated genes are indicated. 
 

Primer Name Sequence (5’-3’) Locus Validation 

4G078100-F  ATGGACGGCGGCCGCAAGA Sb04g006450 ES 

4G078100-R AAGTGGCATTTGTCACCCCATT 

8G162700-F CCACTTATCTACTCCGCTGCA Sb08g020910 ES 

8G162700-R GATGGGTATATGTTCACCGTTCA 

5G111900-F CTCCTCCTCGCCATCATCGTC Sb05g013400 IR 

5G111900-R TGCTCCGACTGCAACTCCAAT 

4G157300-F GACTACGTCGAGTTCGACGTCCA Sb04g021010 Alt. 3’ 

4G157300-R GTGAGCTCTTCCTCCTGGTAT 

4G070000-F GACAAGCTCGACCTCGACGT Sb04g005880 IR/Alt. 3’ 

4G070000-R CAGTGCAACATATATACTCCAG 

8G050800-F  AGCAGGATGGCAAATACTTCAAC Sb08g004280 IR 

8G050800-R CTTTCTCCTCCTGCACTTGACA 

F9L-F CATAGTAAATCCATCTTCTACG Sb04g020160 Poly (A) 

AdenylateK-F GATTGACTATTACTCCAAGAAGG Sb08g008400 

PyruvDH-F GTCCTTGAGATGGATACCTACA Sb04g028450 

GDSL-F TTGCATCATTCAGGCATCCGG Sb08g007150 

DBP-F CTGAGCTCAATTAGCTAGGGT Sb04g027930 

miR166-F GGTGGTGTAGATCTCGGACCA Chr10:59812600-

59812637 (-) 

miRNAs 

miR166-R CCATCATTACACCAATCTGCATC 

miR444-F AGACTCGCCGATACGATCCTT Chr04:59016773-

59022972 (+) miR444-R CACATATATACAGGCAATGCAAAGAG 

miR159-F CCAAGATTCAATAGGCACGGT Chr03:8193378-

8194627 (-) miR159-R CAAACAAGCTTGGCGCAACCAT 

A-novel-F TGTCATGTGCAGGGTCACATG Chr01:10152576-

10155545(+) 

Novel genes 

& long non 

coding 

RNAs 

A-novel-R GACCTCCTAGGTGTAGCTGGT 

B-novel-F GTACGCTTGGGATAAATTCAG Chr02:198985- 

201156(+) B-novel-R AAGCCATCATCTCCTATCAGC 

C-novel-F CAAGCTTGGCGCAACCATGGCT Chr03:8193378-

8194627(-) C-novel-R GATTCAATAGGCACGGTCTGC 

D-novel-F GTGCAGGAAAGTGCATCCTCAA Chr06:1091754-

1092705(+) D-novel-R AATGGACAATGAATTGATCTGG 

E-novel-F GAAGTCTTAGCTTGCTGTCCATC Chr06;12500249-

12503694(-) E-novel-R CTCCTATGCAAGCTGCAAAGCTG 

LncRNA1-F AGGTGCTCATGGTGAAGAGGTG Chr01:15093660-

15095961(+) LncRNA1-R ACAGACAATGTATTCCCATTGTA 

LncRNA2-F TGCCATCCTGTGTAGCTGTGGT Chr0:15427546-

15430975(-) LncRNA2-F TACAGCAGACCTTCTGAACTTG 

UBQ18-SQ-F AGACCTACAAGCTGCAGGTGGA Sb01g011940 Internal 



 
 

 

UBQ18-Q-R AAAGCAACGCCCAGCCGATAA control 

UBQ18-R GGACAATCAGGAAACCCATCAC 

AP GGCCACGCGTCGACTAGTAC(T)17 Adaptor primer 3’RACE 

AUAP-R GGCCACGCGTCGACTAGTAC Reverse primer 

Sb03g021040-QF CGCCATGTCATATAGCCACT Sb03g021040  

 

 

 

 

 

 

 

 

 

Validation of 

differentially 

expressed 

genes by 

RT-qPCR 

Sb03g021040-QR ACCATAGCCATTGTGTGGTG 

Sb04g028020-QF TTGCATTACGTCCATCTTCG Sb04g028020 

Sb04g028020-QR CCAGAGTCCGGTGTAGAGGT 

Sb01g038900-QF AGCCGTGTCAGATGAAGTTG Sb01g038900 

Sb01g038900-QR AGGCTATATCCGCCAAGCTA 

Sb04g026650-QF GCTTCCAGAGCGCCTACTAC Sb04g026650 

Sb04g026650-QR GAAGACGGTGTAGACGAGCA 

Sb04g034500-QF CTGAGGAAGCTGCAGAAGTG Sb04g034500 

Sb04g034500-QR TGAACCTCTGGTCAGTGCTC 

Sb09g024010-QF TTGAGCCACTGCCTATCAAG Sb09g024010 

Sb09g024010-QR GAACTGGTTGCCAGAAGACA 

Sb02g032640-QF GGAACTAGGCCATGCTATCC Sb02g032640 

Sb02g032640-QR AGGACACCACCATCAACAAA 

Sb01g003700-QF TTGGATGGTCTTCAACCAGA Sb01g003700 

Sb01g003700-QR TAGGCGAGTCGGATTTCTCT 

Sb07g019250-QF ACAGAGCTGCAATTGTTTGG Sb07g019250 

Sb07g019250-QR CCCTCCCTACCACTATTCCA 

Sb05g022390-QF ATCGAGTGGAGCATCTGTTG Sb05g022390  

Sb05g022390-QR GAAATGCGACTTTCAGGGTT   

 

 

 

 


